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DNA Extraction from Kits  
Day 1 – Sample Set Up and Protein Digestion (1-1.5 hours) 

1.  Unwrap samples, record Blood # and Band # in notebook. 
2.  Transfer ~100 µL of each sample into clean tube labeled with assay # (1-24).  
3.  Turn on the H2O bath or hot block. Add 10 µl of Pro-K to samples.   
4.  Incubate at 55°C in hot block or water bath overnight. 

 
Day 2  - Step 1: Cell Lysis  

1.  Add 150 µl of GT Buffer to the sample and mix by shaking vigorously.  
2.  Add 200 µl of GB Buffer to the sample and shake vigorously for 5 seconds.  
3.  Incubate the mixture at 60°C in the heat block for 10 minutes. During incubation, invert 

tube every 3 minutes.   
4.  At this time, also place the tube containing Elution Buffer in the heat block and heat 

until Step 4.  
  
Step 2: DNA binding  

1.  Add 200 µl 100% ethanol to the sample and mix immediately by shaking vigorously.  
2.  Place a GD Column in a 2 ml Collection Tube.  
3.  Transfer the entire mixture to the GD Column. Label the lid of the column.  
4.  Close the cap and centrifuge at 13,000 rpm for 2 minutes.  
5.  Discard the collection tube (pour liquid into beaker first) and place column in new 2 ml 

collection tube.   
  
Step 3: Wash  

1.  Add 400 µl of W1 Buffer to the GD Column.  
2.  Close the cap and centrifuge at 13,000 rpm for 30 seconds.  
3.  Discard the flow-through (pour into beaker) and place the GD Column back into the 2 

ml Collection Tube.  
4.  Add 600 µl of Wash Buffer to the GD Column.  
5.  Close the cap and centrifuge at 13,000 rpm for 30 seconds.  
6.  Discard the flow-­‐through and place the GD Column back into the 2 ml Collection 

Tube.  
7.  Centrifuge again for 3 minutes to dry the column matrix.  

  
Step 4: DNA elution  

1.  Transfer the dried GD Column to a clean 1.5 ml Eppendorf tube. Label the tube first!  
2.  Add 50 µl of preheated Elution Buffer to the center of the column matrix. NOTE: DO 

NOT TOUCH FILTER WITH PIPETTE TIP!  
3.  Let stand for 3-­‐5 minutes or until the Elution Buffer is absorbed by the matrix.  
4.  Centrifuge at 13,000 rpm for 30 seconds to elute the purified DNA.  


	Lab Protocols.pdf
	Ketterson / Nolan Lab Collection




